En EEE‘-?@&*/ Beyotime Biotechnology
THHRER: 400-16833013K800-8283301
"LTLiie—mail: order@beyotime.com

R ARE18: info@beyotime.com
WILE: http://www.beyotime.com

a- 2% K

“s Y Beyotime

KLHL9 Knockout HEK293T Cells

LIk 77 b A4 R 13
L09707 KLHL9 Knockout HEK293T Cells 13/
RN
> KLHL9 Knockout HEK293T Cells (KLHL9ZE [l (RHEK 293 T4 ff) & i i [F] i 3K Cas9+ H (13 [KlsgRN A Fllpuromycindyi 4 5

A\

B, FFSEEL T H I CRISPRERFR FTHEK 293 T4H/E . AL b H 195 K ) bk 4@ T7TERE IR AE . A bkZ 2 silE
g, wTHT Iz E R EEE A DI RERE 7T, AT DUF T2 DR R BT A (R 56

AHEK293T Cells A ] [ ik Cas9. puromycindi 45 KA H (1) 5E Kl sgRNA 11855 55 /% Yt HEK 293 T4H f 3+ £ i puromycin i
I JE ARSI 22 se FEHEK 293 TAM A . 1l 2% A 40 Mo (1) A 24803 25 11 22k 8] 1 Fp O i TS BB S % KL

U6 sgRNA EFS  SpCas9 Flag P2APuro
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human KLHL9 55958 BCI113513 NM_018847
About the gene

Official Symbol KLHL9

Previous Symbol -

Official Full Name | kelch like family member 9

Synonyms KIAA1354; FLJ13568
Location 9p21.3

Gene Type protein-coding gene

Uniprot ID Q9P2J3

Pathway/Library Ubiquitin Ligases Genes Library

This gene encodes a protein that belongs to the kelch repeat-containing family, and contains an
N-terminal BTB/POZ domain, a BACK domain and six C-terminal kelch repeats. The encoded protein is a
component of a complex with cullin 3-based E3 ligase, which plays a role in mitosis. This protein
complex is a cell cycle regulator, and functions in the organization and integrity of the spindle midzone in
anaphase and the completion of cytokinesis. The complex is required for the removal of the chromosomal
passenger protein aurora B from mitotic chromosomes.
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W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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